Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.006 Å; R factor = 0.051; wR factor = 0.191; data-to-parameter ratio = 12.8.
In the title compound, C 16 H 15 FN 2 O, the dihedral angles between the benzene rings are74.7(8), 74.1 (1), 74.2 (7) and 74.3 (5) in the four independent molecules in the asymmetric unit. In the crystal, N-H-O hydrogen bonds involving the hydrazide and acetyl groups, which form R 2 2 (18) ring motifs, link the molecules into dimers, which form columns along [010] .
Related literature
For Schiff bases as ligands for complexation of metal ions, see: Aydogan et al. (2001) ; their applications as dyes and pigments, see: Taggi et al. (2002) and crystallography and coordination chemistry, see: Kundu et al. (2005) ; Xu et al. (1997) . For related structures, see: Fun et al. (2011a Fun et al. ( ,b, 2012 ; He & Shi (2011); Odabaşog lu et al. (2007) . For standard bond lengths, see: Allen et al. (1987) . 
Data collection
Agilent Xcalibur (Eos, Gemini) diffractometer Absorption correction: multi-scan (CrysAlis PRO and CrysAlis RED; Agilent, 2012) T min = 0.780, T max = 1.000 16410 measured reflections 9250 independent reflections 3807 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.051 wR(F 2 ) = 0.191 S = 0.99 9250 reflections 725 parameters H-atom parameters constrained Á max = 0.19 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x À 1; y À 1; z À 1; (iii) x þ 1; y þ 1; z þ 1.
Figure 1
Molecular structure of the title compound with four molecules (A, B, C, D) in the asymmetric unit showing the atom labeling scheme and 30% probability displacement ellipsoids.
Figure 2
Packing diagram of the title compound viewed along the a axis. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.19 e Å −3 Δρ min = −0.22 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq F1A 0.1350 (2) −0.4488 (2) 0.58889 (13) 0.0873 (9) O1A 0.6076 (2) 0.3277 (2) 0.57816 (11) 0.0437 (7) 118.0 (4) C4C-C5C-C6C 116.5 (4) C4A-C5A-C9A 120.6 (4) C4C-C5C-C9C 120.8 (4) C6A-C5A-C9A 121.4 (4) C6C-C5C-C9C 122.7 (4) C5A-C6A-C7A 120.4 (4) C7C-C6C-C5C 121.0 (4) C5A-C6A-H6A 119.8 C7C-C6C-H6C 119.5 C7A-C6A-H6A 119.8 C5C-C6C-H6C 119.5 C8A-C7A-C6A 120.9 (4) C8C-C7C-C6C 120.8 (4) C8A-C7A-H7A 119.6 C8C-C7C-H7C 119.6 C6A-C7A-H7A 119.6 C6C-C7C-H7C 119.6 C7A-C8A-C3A 119.4 (4) C3C-C8C-C7C 119.3 (4) C7A-C8A-H8A 120.3 C3C-C8C-H8C 120.4 C3A-C8A-H8A 120.3 C7C-C8C-H8C 120.4 C5A-C9A-H9AA 109.5 C5C-C9C-H9CA 109.5 C5A-C9A-H9AB 109.5 C5C-C9C-H9CB 109.5 H9AA-C9A-H9AB 109.5 H9CA-C9C-H9CB 109.5 C5A-C9A-H9AC 109.5 C5C-C9C-H9CC 109.5 H9AA-C9A-H9AC 109.5 H9CA-C9C-H9CC 109.5 H9AB-C9A-H9AC 109.5 H9CB-C9C-H9CC 109.5 N2A-C10A-C11A 121. 
